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A compositional view of the origins of the modern human language faculty

In this talk I want to explore new ways of probing further the mosaic nature of the language faculty through the
prism of its evolutionary trajectory. It is now clear that a simplistic evolutionary scenario of the sort still
entertained by some linguists (e.g. Berwick and Chomsky's 2016 "Why Only Us" account) is untenable,
detached was it is from robust empirical considerations generated in allied disciplines (archaeology,
paleogenetics, etc.). The piecemeal assembly of the language faculty over evolutionary time will be examined
here, focusing not only on the subcomponents of language but also on the temporal order of their emergence.
A bit like semanticists do when talking about compositionality, we'll be asking about the component parts of
the language faculty and how they were put together.

I'll take inspiration from Limor Raviv's recent work, and I'll explore this question using agent-based modeling,

but also through bioinformatic methods allowing us to date the origins of certain genetic variants.
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